3 bisulfite restriction analysis (COBRA). PCR products from mtDNA of control and senescent HMSCs were digested by TaqI or HpyCH4IV (HPY) to distinguish the unmethylated and methylated DNAs, and were separated on 3% agarose gels. Only the data of CpG islands 3, 5-8 are presented here. A. Schematic diagram of the mitochondrial genes and the location of CpG islands.
B.
Comparison of mtDNA methylation between the control and senescent SMSCs. Cellular senescence was induced by exposing SMSCs to 50 µM H2O2 and 5% FBS in the medium, and mtDNA methylation was measured by combined bisulfite restriction analysis (COBRA). PCR products from mtDNA of control and senescent HMSCs were digested by TaqI or HpyCH4IV (HPY) to distinguish the unmethylated and methylated DNAs, and were separated on 3% agarose gels. Only the data of CpG islands 3, 5-8 are presented here. T a q I U n c u t H p y T a q I U n c u t H p y 
